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Abstract Acute coronary syndrome(ACS) is one of the most dangerous types of coronary heart disease, with
high morbidity and mortality. Traditional biomarkers play an important role in the diagnosis, treatment and prog-
nosis of ACS. However, with the in-depth understanding of the complex pathophysiological mechanism of ACS,
more and more new biomarkers have been gradually discovered. In recent years, the development of proteomics
technology has facilitated the research of multi-markers and the exploration of new markers in ACS. This article

will review proteomics-related techniques and their applications in the prediction, diagnosis, drug treatment, and
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prognostic risk assessment of ACS.
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