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Abstract Objective: To explore the possibility and possible target of Reduning in the treatment of monkey-
pox. Methods: Systematic pharmacology method was used to search and screen the active components and corre-
sponding targets of various Chinese medicines in Reduning prescription, and monkeypox related genes were
searched in public database to determine the shared targets of drugs(Reduning) and diseases(monkeypox). Molec-
ular docking technology and molecular dynamics simulation technology were used to screen the active components
and target molecular conjugates with high binding ability and stability. Results: Studies showed that stigmasterol
and cytochrome P4503A4(CYP3A4), quercetin and epidermal growth factor receptor 2(ERBB2) , -sitosterol and
cytochrome P4502B6(CYP2B6) and -sitosterol and CYP3A4 had high binding energies and showed good stabili-
ty. Conclusion: Reduning could treat monkeypox by mediating CYP2B6,CYP3A4, ERBB2 and other targets. Re-

duning may be a potential drug for clinical treatment of monkeypox.
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