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Research progress of microRNA-155 in acute respiratory distress syndrome

Summary MicroRNA-155 (miR-155) is involved in the regulation of multiple inflammatory pathways., trig-

gering inflammatory cascade reactions and then participating in the occurrence and development of inflammatory

diseases. Studies have shown that the abnormal expression of miR-155 plays an important regulatory role in the oc-

currence and development of acute respiratory distress syndrome (ARDS). This article reviews the research pro-

gress of miR-155 in ARDS.
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B PR Y S 38 2% A E (acute respiratory dis-
tress syndrome, ARDS) J&IIfi PR I % WL B & 5 4E 2
— HREEER AR IHE R, GRS
I T T 3 R B 22 Ik 4% D RE R4 L N 22 B = A S v
A I 45 B . BRI LR SRR SE R s 35040 ~
40%6 1 PR E B B A i 4. miR-155 E
H miRNA WEZERRAZ —, 2 5-E ANKRNZF
41 L Y T B L AE S8 R 1 RIS N M B I R RE R
LT 20 3 Ak 200 i PR 7 A B0 R I A A )
AR R R HEE AR . R SE
W] miR-155 76 ARDS % ALl & 4% 1 5 B 9 4%
YER A SCHE miR-155 7E ARDS "1 i) R 35 & 43 1
HL T 2534 .

1 miR-155 #fi
1.1 G/ RNA A9k

/N RNA (microRNA, miRNA) & — F 45 4
e 4wy RNA, H 3225 11 15 515 fff RNA (messen-
ger-ribonucleic acid, mRNA) [& fi# 5 71 ] mRNA
Bk 2 5MEERGMERREIL., B miRNA
CIRVRGININ R E o G- PSR S VN 2 o NI B 1 ]
miRNA 5 7] DA ] B o] 42 [7] — 4> 56 P9 iy e k7 4l
Il R FE N BAG 11, K29 60 %0 DAL i) 28 1 5T 4 1)
FP 2 miRNA #4289, F ¥ 8 4 miRNA A
200 AR, LA miRNA 7 25 1 5 A AR 56 56 [
TR D REEW N 2 HEEWER ., &
Ktk & 5T KW miRNA AMYENUEKIE® & T

CRAR B B AT R B (No: HS2018002)
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05 T %A% 2 S A FH T L — S fili 3 48 R 1 9
T WA P e ) A K R AR O
1.2 miR-155 AW F 5k

miR-155 M1 15 FEH KW miR155HG 4w 5, 1% 3
[H i 00 4% 0t 2 A B 4l i 38 & 7% (B-cell integration
cluster,BIC) £ [, BIC £ R i1 3 M4BT 4H AL,
MMl miR-155 i T HA 3 o F4b , H R B K32
BIC # 5: A1 miRNA i T 53 #2 b i 4% 38795 5% i
— R U, B miRNA PR SF 1Y, BIEAE /N BRURTA
BRIV AIERST . Chen 551 #F 78 £ A
iy BIC 3 K 539 F /b BB 2 A 78 % 1 [F] —
P L I 7 DG E 0 iR g 2 TR L 7E L Ath 41 20 55 3R
ik, miR-155 [ 3R 3k 76 7 [a] 1) 41 it 25 78 i 2 21 3R
Bp A AN OF 2 Z 0 R 55 SR a s,
WIE pri-miR-155 75 40 M A% 9 5% 5% . B 8 n Tk
65 MZH R K 2R PR T 1A miRNA, 1% 25 91 Fif 1Ak £
it — 2 T R R T R T O E miR-155,
miR-155 A #{ A RNA ¥ 5 T2 2 4 K (RNA
induced silencing complex, RISC) #7, ff f£7E RISC
Y miR-155 A i 25 A& # mRNA /9 37 4 8 1%
[X (3’ untranslatedregion, 3’-UTR) & #l #l ¥ mR-
DN R i T TR E SN N1 0B: B T I i
G — A AR BT L MOk R 2 1 BF 5T 3R B
miR-155 i 55 Rk 5 2 Fh 4 AH 5C B 909 A G,
FEAE /N B B o A5 B E B IR AR R
miR-155 7 ARDS HiE B AW E K E X,
2 miR-155 B 5RERME S FHLH

miR-155 J& — 15 2 Fl R 5E 5% ¥ % V) ¢
A £ Y e miRNA, #f M ¢ #F 585 & 8, H 7
ARDS™# 1200 2% K M e RV L E RV 2
Wiy 22250 R R A T A 2 B R E R v S
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2.1 K#IEMTS RNA (long non-codingRNA, In-
cRNA) X miR-155 (#4575 H

IncRNA Z—F A2 5 & [ 4 05 1 T 6E
RNA 4 F0 ol ok “ o il S 1EH . A &
mRNA B JE W miRNA AR 1A ) 545 £ Fh oy =
P A& miRNA I EEY . Wang % 058 &
PRAE A0 14 J§ £ B (lipopolysaccharide, LPS) % 5 4
S BN BB L Ine RN A 988 5 J8CME 1 6 3t
2 (IncRNA cancer susceptibility 2, IncRNA
CASC2) Al DL B #2454 miR-155 # il miR-155 (¥
Rk I & 4% A F «B(nuclear factor kappa
B, NF-«B) {5 538 i 19 3800 » AR BT 8 1, NF-«B 78 &
i M R 25 G B AE FH L NF-wcB B 384076 mT A4 i
A& M 20 R 1) 43 9 o NG O A O 1 2 e A
A5, IncRNA CASC2 ] 3 3 # 15 miR-155
NF-«B {5 5 il B% ot 3% M 35 5 51 &2 0 2 %5
Ei LT

Liang 5V BF 98 3F 92 IncRNA #5546 5¢ i i
JEH% W) 1 (metastatic associated lung adenocarci-
noma transcription 1, MALAT1) fE % i@ i 3¢ 24
“UFARTVE IR CDA+ T 40l i miR-155 %
kA2 5% CDA+ T 400 i Thl/Th2 %
iy, 2 5 0% i R E B P 5. BEAh, Chen 20 & B
LncRNA #% & % # % /& 1 (IncRNA nuclear pa-
raspeckle assembly transcript 1,IncRNA NEAT1)
Al G H 4% 5 miR-155 45 & 1848 MyD88/NF-«B
T2 5 4 5 il 5 AH 5C 92 995 Hh 1) 40 it 483 43 %
il SV
2.2 miR-155 Xt Toll #5244 4 (Toll-like receptor
4, TLR4) W1 H

£ LPS A5 1Y e B E /N BB AL, TLR4 1] B
2R LPS, 37 @ 1 NF-«B 8 JNK/SAPK %44
Jei 3h 4B P 18 A5 5 2 S DT E S8 TR LA K AR g
) 2o A Ak B SRR A 0 . MeCoy %1% 3 3 A
KWFFE R AE LPS A+ % T, TLR4 7] LLidE i %006
PI3K &% PIP3 7= 4: LA & MAPK Hl NF-«B %
P38 % A S 5 S R E IV . HLR R SHIPL &)
il TLR 5 5 %% 5 DT 2 241 & 19 1E A . T miR-
155 Af il i 7 ] 45 SHIPL (19 3351248 PIP2 %41k
g PIP3 M Tii 25 TLR4 355 NF-«B 4 1l #% i
HARRE KW . J§ Simmonds %5 B 3F 52 miR-155
AT 9% TLR4 AUBCAR . LPS fil TNF %5 K [6] 12 & 5 5
FiE LW, HZ 5 TLR 55 8 N H F NF-«B
AR R L N 2 5 e B v itk — 20 9 50 Gk
N . B, Simmonds 852 4 2 3F 52 miR-155 A
it FEACRESE ) SHIPL MRk E ik TLRA 2 5
PO, % MyD88-IRAK-4-TRAF6-NF-kB i
TRIF-TRAF3-IRF3 Bi & RPEfF Sl It AR E

BRI, DT 76 TR B 0 /D> BRURE A vp dfe B 24 R VE
Chen 21 378 TLR4 XFF )3 3h 4 B R AE [ AS:
YMEIE LR B REREI B E

ML miR-155 Al GBS 5 48 TLR4 W3k
ik K itie s DT A 2 4 RE N T Y 32 G AR A
F 52 W e 250 114 9 B A B AR
2.3 miR-155 XFUTER 835 K F 1 (silent informa-
tion regulator 1,SIRT1) #Y4EH

I Ao ) 9% A 40 R 9 = 4R SIRT L FE 4 4l
PAE RN R FEE AR Tuerdi %97 W58
KM miR-155 £ £ kK 1715 T 10 2 M il #1475 Cacute
lung injury, ALD /R B F LPS 35 5 19 ALT /b
BRI h #3258 B, O SIRTL M ERs . 1K
N S AR S S50 iF 58 e B, 3 3R 1) miR-155 1] 3 i
forE s SIRT &3 i 3 e 8 0 F0 22 KA 5 3 11
2 A 6 T RN 9 RE SN, O LA HE i R 4 0 i — 2P
K&,

BRI, Wang 550 F 5% & B0 76 0 IR ' 9 R 5
(diabetic kidney disease, DKD) #1, miR-155 3 ik
K- B S, G 38 A A DKD /) BRUBE B A7
MW KIS /ME F R4 (human renal tubu-
lar epithelial cells, HK-2) H1 A miR-155 | & ] i
1AM SIRTL,#0E P53 I8 i IE &2 i 81 #% , M T
F W] p53/miR-155/SIRT1 W5 =4 o] GE = 5 &
193 B A 5 9 0 S L B e AR
3 miR-155 5 ARDS
3.1 miR-155 5 ARDS Bl R AH X1

e ARDS v, 41 i B o A TR 98 0 M A R4S
) ST TR I DA B it b B2 440 B ) A2 48 2 i
12U [A) A5 B B 40507, 5 30 ARDS 19 & i A
YEE ., miR-155 £ ARDS H # i b £ 5 b
P I B A O MR 1L-18, TNF-o % £
A RAEA TR AR RAE AT N8 ARDS (1) il %8
PG5 R 4 0 S v . Wang 260 58 3o BF 55 % B miR-
155 £k K5 R 5E K F IL-18. TNF-a 7K F K&
ARDS f /™ 5 2 BE 2 IEAH G, 558 6 15 8 (PaO,/
FiO,) &8 5 ¢ FFIE 2 1M 2 Hh miR-155, 1L-1B il
TNF-a 35K 5 F ARDS B2 W B A %
) AR B N AR S BE L1100 53 A, Liw BV A 9 E
SEFE B A MG ARDS BRI il miR-155 Rk,
IL-18.1L-6, TNF-« %5 % ¥ I 7 3% ik /K °F B 12 %
%L T 4046 P F TL-4 F0 1L-10 4 33k K F B % 7+
1 ARDS #5581 2 w1 il 55 4 JE A 48 405 £ 31 2l
., R IRATAT RAHED miR-155 B9 55 26 1k A ALK}
ARDS FH I 17 19 7™ AR B — o W E R B
WA RE A ARDS W3R Y7 bR . X 5 Peck 451748
HRMMF RS IR A -8, B2, XEFRYE
W1, miR-155 7E i o Jili 48 & 5E h &8 T =2 AEH .
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P OH S 00 46 1) 41 ) miR-155 B & AT LLE E A
A ARDS 45 9 0E B0 1) — A H BRI R .
3.2 miR-155 J# ARDS 43T B
3.2.1 miR-155 5RAEHT =4 ARDS Wi H
D Ji R R R - FROOR MG B RE AH G ) ARDS 1Y &
P LT R o8 A T 2 L (HAR WD 2, R AE A I A 3 Y
AN 745 i 1) 9 R BN 2 9 1 S . Chen 260
FW] miR-155 W] LUHE ) £ F 9 5E A 5. A0 45 TNF-
a FIT P E v (interferon-gamma, IFN-7y), J5 H: &
B 7E e T8 RE W miR-155 A 5 i #0400 i AL 5 @
B2 1 (SH2 domain-containing inositol 5-phos-
phatase 1,SHIPD) A1 4 ffd K 715 5 &% T 40 ] A+
(suppressor of cytokine signaling, SOCS1) iy %
K LA E 1 U 4 iR 3% B R T1-6 L TNF-a 254 48 40 Jfg
AT 00w, 25 #E IFN-y 519 JAK2/
STATI il & 1 TLR/NF-«xB 15 5 1& 538 &%, I\ 1
AR E 5 0 B e B A RE SR . 5 Ah . miR-155
i PRI SHIPL () %3k, {2 ik PISK/AKT {5
530 Y TG AR 2R 40 T R 4 . Gong
SRR M2 B O 40 M 3 2 0t 1L-4/10-13/
STATG {553 I KL K T EE. 1M Chen %K
W] miR-155 A 38 & B340 ) 1L-13 24K o, 2 3L
STATG6 (1) 3035 98 55 FF 70 6 B v 40 i 17 M2 A%
A6 miR-155 (41 3% 35 3 B0 I 40 Jif 3¢ 80 1) HL AT
PS8 A I B9 M R Ak AEL 400 5] G 18] E A 0 R 1 T
) M2 BUAR% Ak, B I, 76 e 3 E TP miR-155 2 41 4l
PoR A F TL-10 M7= 4 A 5 R0 KR Y 2% 3 A
7 LA I 48 0 40 i 35 M T RETS

Simmonds 2552 B 57 & B miR-155 1] #% £ fp
FNE KT i H &8 1, 46 LPS Al TNF-q,
Jiang 47 BF5E B b H B9 miR-155 Al 5 2% 1
IL-1.1L-6 Al TNF-a & 48 5E 40 i I 19 R 3B K
XL R B miR-155 3Rk 19 35 N 5 48 4 40 g Y+
FEAE Y B I B A OG L T HE — 45 5]k O i &
ARDS H ) R AE K L A ARDS B35 5 15 f — 2
Al .
3.2.2 miR-155 X filiyfg I #Y | 57 40 MY Calveolar
type Il epithelial cell, AT [IDWI/ER &#EH 7T
Ji T 48 8 (bone mesenchyml stem cell, BMSC) J&
— R VE T R )2 0 A T 48 Ml . BMSC ] L4y
TR Z a0 4945 AT 11 40152, Jiang 2507
WESE miR-155 A] 38 i i Wt {5 538 2% & 3 5
RY IR K, U 55 BMSC ) AT I 4088 A9 51k, A
M2 5323 ARDS W &4 & . Woods %5 14
24t B R R 77 (inflfluenza A virus, IAV) S
ARDS /)N BB RL, 38 5 H G 58 & B miR-155 5
AT Il 0B 755 ia 32 1m0 06 vk 2 A S B g &
A SZ ARG, R AT 1140 19 miR-155 1
IAV 55 ARDS KW A EEWMIEM. J5uEk

miR-155 76 AT 11 40 j i 38 3k /K - 5 fili 03 495 % idi
AR 7 R R A OC, BRI AT I 4 h
miR-155 B RFR AT 0 35 22 i ARDS w1 98 E )
KR miR-155 o] BEAE A TAV 531 ARDS 158
7R T B L A LRSI miR-155 AT RER AT I
2 H 2 3% R RH 1 1 a5t A% R 5 L JF X ARDS 19
KRR B

3.2.3 miR-155/NF«B {5 5@ # NF-«B f§—
REEFH TR, XEHT S5 2/ R
N, e an A i G A GE R AR T O HE IR 2
A B R T B 5 R NF-kB B9 #0E . Xin
S LOTRESY e B miR-155 W] B 45 50 A W -3 8
(glycogen synthase kinase 38, GSK-38) mRNA
3’-UTR % & i % GSK-3p % ik, Jf i #0
GSK-3B A 2235 8% NF-«B & 42, W1 5 40 iy
REFEAE T JFUE SEAE AP ] miR-155/GSK-33-NF-
kBE5 MG RA D ENRIEN. bt
miR-155 A fE38 3 GSK-3B8 fil NF-«B {5 5 & #% 7F
0 200 e 3% b DA B 4% O 2 g N T T e O
YEH

BRI 22 Ak, Liu 86 B 58 & 76 B 242 3 ARDS
BRI, miR-155 A D43 i ¥ ) #0461 «B Rasl, fi i#f
NF-«B i % (3005 . FJE R H 75 S 7 e R
RSN BORAE PG L I F5 ] miR-155/NF-
«B 15 53 1% i W 0 2% ff 9 0 S g % AT i 3 1 55
S B T 1Y 2235, Simmonds 255 L g ] T
miR-155/NF-kB 15 5 7€ & fE H Ik I 1 IF 4 ke
EHEEMEM. HIDLP miR-155/NF-kB 15 538 %
£ ARDS Wy & 5 & J rh il F 2 AR H
4 BESREZE

M2 CYRTEESE R BT, ARDS B % 1y i i o]
N ZZ B o 2 7K 19 miR-155, 3 3F B miR-155 A fi
/)N BRI A0 i AR Y e Jie i RE A 45 7 AR E B
MR BB R A T L R R 7 e — s
M) 5, b 4n . B4R miR-155 76 ARDS 1 i, {H H
HIA AR 28 HOR 5 B 08 0 R 5 B RN UK R, ]
PABEFHAEIG R A= 0 b5 40 ; H ARDS & —Fh & &
PERAE L7 G A 305 P e Z2 P e #4552 405 1 B 2
JIE 8 21 B B A5 . miR-155 J& 75 76 A R 20 41 el 2% B op
SRR R B AR R AR, DL & miR-155 7E ARDS
AR 22 I i P 75 A T R VR A R 4
P miR-155 235 ol 3 #5550 5 DA 45 & A
R B —E PR AE AR H A A I I E A (A 15
AW,

Zi b r i, miR-155 1 — Fh 42 & B T 1
ARDS W& T BB S O B SE 0, IF nT AR
A miR-155 ) 38 3K 7K S R P AR I IR - ARDS
BE I E R, A A ARDS 2 Wbk i
YIREAEIR T AR . AT miR-155 78 ARDS
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PREA PR BYIE B R, % miR-155 JB I A #9784
28 ARDS 1 1l IR 12 97 48 4t B 19 S A Rl 2
AR

5 % Lk

(1]

[2]

[3]

(4]

L6]

[7]

[8]

9]

(10]

[11]

[12]

[13]

Wang ZF,Yang YM,Fan H. Diagnostic value of miR-
155 for acute lung injury/acute respiratory distress
syndrome in patients with sepsis[J]. J Int Med Res,
2020,48(7) :300060520943070.

Woods PS, Doolittle LM, Rosas LE, et al. Increased
expression of microRNA-155-5p by alveolar type 11
cells contributes to development of lethal ARDS in
HI1N1 influenza A virus-infected mice[ ]J]. Virology,
2020,545:40-52.

De Smet EG, Van Eeckhoutte HP, Avila Cobos F, et
al. The role of miR-155 in cigarette smoke-induced
pulmonary inflammation and COPD[]]. Mucosal Im-
munol.2020,13(3) :423-436.

Li H,Liu P,Gong Y,et al. Expression and function of
miR-155 in rat synovial fibroblast model of rheuma-
toid arthritis[J]. Exp Ther Med, 2019, 18 (1) 786-
792.

Michaille JJ , Awad H,Fortman EC,et al. miR-155 ex-
pression in antitumor immunity: The higher the bet-
ter? [J]. Genes Chromosomes Cancer, 2019,58(4)
208-218.

Chen M,Wang F,Xia H,et al. MicroRNA-155: Regu-
lation of Immune Cells in Sepsis[]]. Mediators In-
flamm,2021,2021:8874854.

Lu TX, Rothenberg ME. MicroRNA [J]. J Allergy
Clin Immunol,2018,141(4):1202-1207.

Mahesh G,Biswas R. MicroRNA-155: A Master Reg-
ulator of Inflammation[J]. J Interferon Cytokine Res,
2019,39(6):321-330.

Luyt CE,Bouadma L, Morris AC,et al. Pulmonary in-
fections complicating ARDS[ J]. Intensive Care Med,
2020,46(12) :2168-2183.

Chen L, Gao D, Shao Z, et al. miR-155 indicates the
fate of CD4+ T cells[J]. Immunol Lett, 2020, 224
40-49.

Yadav H. Thompson BT, Gajic O. Fifty Years of Re-
search in ARDS. Is Acute Respiratory Distress Syn-
drome a Preventable Disease? [J]. Am ] Respir Crit
Care Med,2017,195(6) :725-736.

D’ Alessio FR. Mouse Models of Acute Lung Injury
and ARDS[ ] ]. MethodsMol Biol, 2018, 1809 341-
350.

McNicholas BA, Rooney GM, Laffey JG. Lessons to
learn from epidemiologic studies in ARDS[J]. Curr
Opin Crit Care,2018,24(1) :41-48.

[14]

[15]

[16]

[17]

[18]

[19]

[20]

[21]

[22]

(23]

[24]

[26]

[27]

[28]

Liu F,Nie C,Zhao N,et al. MiR-155 Alleviates Septic
Lung Injury by Inducing Autophagy Via Inhibition of
Transforming Growth Factor-B-Activated Binding
Protein 2[J]. Shock,2017,48(1) :61-68

Zheng Y, Liu SQ, Sun Q, et al. Plasma microRNAs
levels are different between pulmonary and extrapul-
monary ARDS patients: a clinical observational study
[J]. Ann Intensive Care,2018,8(1):23.

Jiang K, Yang J, Guo S, et al. Peripheral Circulating
Exosome-Mediated Delivery of miR-155 as a Novel
Mechanism for Acute Lung Inflammation[]J]. Mol T-
her,2019,27(10):1758-1771.

Jiang J,Song Z,Zhang L. miR-155-5p Promotes Pro-
gression of Acute Respiratory Distress Syndrome by
Inhibiting Differentiation of Bone Marrow Mesenchy-
mal Stem Cells to Alveolar Type II Epithelial Cells
[J]. Med Sci Monit,2018,24:4330-4338.

Liu ZQ,Feng J,Shi LL,et al. Influences of miR-155/
NF-«B signaling pathway on inflammatory factors in
ARDS in neonatal pigs[J]. Eur Rev Med Pharmacol
Sci,2019,23(16) :7042-7048.

Pattarayan D, Thimmulappa RK.Ravikumar V,et al.
Diagnostic Potential of Extracellular MicroRNA in
Respiratory Diseases[J]. Clin Rev Allergy Immunol,
2018,54(3) :480-492.

Peck TJ, Hibbert KA. Recent advances in the under-
standing and management of ARDS[]]. F1000Res,
2019,8:F1000 Faculty Rev-1959.

Prinz C, Weber D. MicroRNA (miR) dysregulation
during Helicobacter pylori-induced gastric inflamma-
tion and cancer development: critical importance of
miR-155[]]. Oncotarget,2020,11(10) :894-904

Zhou H, Li J,Gao P,et al. miR-155: A Novel Target
in Allergic Asthmal[J]. Int J Mol Sci, 2016,17(10):
1773.

Liang Z,Tang F. The potency of IncRNA MALAT1/
miR-155/CTLA4 axis in altering Th1/Th2 balance of
asthmal[ J . Biosci Rep,2020,40(2) :BSR20190397.
BRBHZE A5 /N B TR, 45 18 1 2 BT R 8 F R
NI K AR A P miR-146a Fl miR-155 A 3R3K[J].
R R 2 4R (BE 24 10D 5 2019, 44(8) :845-849.

Wan J, Yang X,Ren Y,et al. Inhibition of miR-155 re-
duces impaired autophagy and improves prognosis in
an experimental pancreatitis mouse model [ J]. Cell
Death Dis,2019,10(4) :303.

Zhang X,Chu J,Sun H,et al. MiR-155 aggravates im-
paired autophagy of pancreatic acinar cells through
targeting Rictor [ J ]. Acta Biochim Biophys Sin
(Shanghai) ,2020,52(2) :192-199.

Gong R, Jiang Y. Non-coding RNAs in Pancreatic
Ductal Adenocarcinomar[]]. Front Oncol, 2020, 10:
309.

Han Y.,Liu Y, Yang C,et al. LncRNA CASC2 inhibits

hypoxia-induced pulmonary artery smooth muscle cell



. 864 I IR 21

%22 %

[29]

[30]

[31]

[32]

[33]

[34]

[35]

[36]

[37]

proliferation and migration by regulating the miR-
222/ING5 axis[]]. Cell Mol Biol Lett,2020,25:21.
Chen L., Zhou Y, Li H. LncRNA, miRNA and In-
cRNA-miRNA interaction in viral infection[]]. Virus
Res,2018,257:25-32.

Wang M, Wei J,Shang F,et al. Long noncoding RNA
CASC2 ameliorates sepsisinduced acute kidney injury
by regulating the miR155 and NF«kB pathway[]]. Int J
Mol Med,2020,45(5) :1554-1562.

Chen LJ, Li JM, Zhang WD, et al. LncRNA NEATI1
activates MyD88/NF-kB pathway in bronchopneumo-
nia through targeting miR-155-5p[J]. Autoimmunity,
2021,54(2):104-113.

Simmonds RE. Transient up-regulation of miR-155-3p
by lipopolysaccharide in primary human monocyte-de-
rived macrophages results in RISC incorporation but
does not alter TNF expression[]]. Wellcome Open
Res,2019,4:43.

McCoy CE,Sheedy FJ,Qualls JE,et al. IL-10 inhibits
miR-155 induction by toll-like receptors [ J]. J Biol
Chem,2010,285(27) :20492-20498.

Chen C,Zhou M,Ge Y,et al. SIRT1 and aging related
signaling pathways[]]. Mech Ageing Dev,2020,187:
111215.

Tuerdi B,Zuo L.,Ma Y,et al. Downregulation of miR-
155 attenuates sepsis-induced acute lung injury by tar-
geting SIRT1[J]. Int J Clin Exp Pathol,2018,11(9):
4483-4492.

Wang Y. Zheng Z].Jia Y]J. et al. Role of p53/miR-
155-5p/sirtl loop in renal tubular injury of diabetic
kidney disease[ J . ] Transl Med,2018,16(1) :146.
Rajasekaran S, Pattarayan D, Rajaguru P, et al. Mi-

[38]

[39]

[40]

[41]

[42]

[43]

[44]

[4

o]

]

croRNA Regulation of Acute Lung Injury and Acute
Respiratory Distress Syndrome [ J]. J Cell Physiol,
2016,231(10) :2097-2106.
Umbrello M, Formenti P, Bolgiaghi L, et al. Current
Concepts of ARDS: A Narrative Review[ ] ]. Int ] Mol
Sci,2016,18(1) :64.
Neto AS, Dessap AM, Papazian L. Focus on ARDS
[J]. Intensive Care Med,2017,43(10):1495-1497.
Fan E.Brodie D, Slutsky AS. Acute Respiratory Dis-
tress Syndrome: Advances in Diagnosis and Treat-
ment[J]. JAMA,2018,319(7) :698-710.
Gong M, Zhuo X, Ma A. STAT6 Upregulation Pro-
motes M2 Macrophage Polarization to Suppress Ath-
erosclerosis[ J ]. Med Sci Monit Basic Res, 2017, 23
240-249.
Zhu Z,Zhang R, Liang L, et al. Whole blood microR-
NAs as a prognostic classifier for acute respiratory
distress syndrome 28-day mortality[ ] ]. Intensive Care
Med,2016,42(11) :1824-1825.
Liu H,Li D,Zhang Y.et al. Inflammation, mesenchy-
mal stem cells and bone regeneration[ ] ]. Histochem
Cell Biol,2018,149(4) :393-404.
Khongthong P,Roseweir AK,Edwards J. The NF-KB
pathway and endocrine therapy resistance in breast
cancer[ ] |. Endocr Relat Cancer, 2019, 26 (6): R369-
R380.
Xin Y, Yuan Q,Liu C,et al. MiR-155/GSK-33 medi-
ates anti-inflammatory effect of Chikusetsusaponin
IVa by inhibiting NF-«kB signaling pathway in LPS-in-
duced RAW264.7 cell [J]. Sci Rep, 2020, 10 (1)
18303.

Ok A% 8 #1.2021-09-21)



