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Abstract Objective: To explore the value of serum microRNA-25 in evaluating the severity and prognosis of
sepsis patients, and analyze the risk factors affecting the prognosis of sepsis patients. Method: Eighty-two patients
with sepsis were selected as the research object, and the patients were divided into sepsis group and septic shock
group according to the severity of the disease. Thirty healthy subjects were used as the control group. Real-time
fluorescence quantitative detection method(RT-PCR) was used to detect the expression of microRNA-25 in serum.
Record the general information (sex, age, infection site) and related indicators (WBC, CRP, PCT, D-D, Lac,
Cys-C, SOFA score, APACHE [l score) of the enrolled patients. According to the prognosis of 28 days, they
were divided into survival group and death group. The independent risk factors that can affect the prognosis of
sepsis patients were screened, and the predictive effect of independent risk factors for death of sepsis patients was
assessed. Result: (D The differences in age, gender and infection site were not statistically significant between sep-
sis group and septic shock group. as well as survival group and death group. @ Compared with sepsis group.
PCT, D-D, Lac, Cys-C, SOFA and APACHE [l scores in septic shock group were all increased(P<C0.05). ©
The expression of serum microRNA-25 in septic shock group was lower than that in sepsis group(P<C0.05). @
Compared with the survival group, PCT, D-D, Lac, Cys-C, SOFA and APACHE 1l scores of the patients in the
death group were significantly higher (P <C0. 05); microRNA-25 in the dead group was significantly lower than
that in the surviving group(P <(0.05). ®PCT, D-D, Lac, Cys-C, microRNA-25, SOFA scores and APACHE
Il scores are risk factors for 28-day death of sepsis patients, and Lac, Cys-C, microRNA-25 and SOFA scores are
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independent risk factors for 28-day death of sepsis patients. Conclusion: Serum microRNA-25 can be used as a bio-

marker to evaluate the severity and prognosis of sepsis patients. Lac, Cys-C, microRNA-25 and SOFA scores are

independent risk factors for 28-day death in sepsis patients.
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