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Abstract  Objective: To detect the expression levels of miR-205 and high mobility group protein Bl
(HMGBL1) in serum of patients with sepsis, and to explore their relationship and significance in sepsis. Method: A
total of 55 patients with sepsis who were treated in our hospital from March 2017 to September 2019 were enrolled
in the observation group, and 50 healthy people having physical examination in our hospital at the same time were
enrolled in the control group. According to the survival condition of patients at the 21st day after hospitalization,
they were divided into survival group and death group. The serum miR-205 level was detected by qRT-PCR. En-
zyme linked immunosorbent assay(ELISA) was used to detect the expression level of HMGBI in serum. Pearson
method was used to analyze the correlations between serum miR-205, HMGBI levels and acute physiology and
chronic health evaluation [| CAPACHE [l ), multiple organ dysfunction syndrome(MODS) scores. Logistic re-
gression was used to analyze the influencing factors of miR-205 and HMGBI over the survivalor death of patients
with sepsis, and ROC curve was used to analyze the predictive values of serum miR-205 and HMGBI for the prog-
nosis of sepsis. Result: The expression level of serum miR-205 in the observation group was significantly lower
than that in the control group, and the level of HMGBI1 was significantly higher than that in the control group
(P<C0.05). The level of miR-205 in the survival group was significantly higher than that in the death group, and
the level of HMGBI was significantly lower than that in the death group. Pearson analysis showed that the serum miR-
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205 level was negatively correlated with the HMGRBI level and APACHE I, the HMGBI level was positively correlated
with APACHE I[[(P<C0. 05), and the miR-205 and HMGBI levels were not correlated with MODS score(P >>0. 05).

ROC curve analysis showed that the areas under curve(AUC) of miR-205 and HMGBI predicting adverse prognosis in

sepsis were 0. 851 and 0. 888 respectively, the AUC of the two combination predicting adverse prognosis in sepsis were

0. 927, and the sensitivity and specificity were 74. 5% and 98% respectively. 1The results of logistic regression analysis

showed that serum miR-205 and HMGBI levels were independent risk factors of septic death(P<C0.05). Conclusion:

The decreasing of serum miR-205 level and increasing of HMGBI level have certain predictive values for poor

prognosis of sepsis. They are independent risk factors for the adverse prognosis of patients with sepsis.

Key words sepsis; microRNA-205; high mobility group protein Bl; serum
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